A - X + TERMINAL TRANSFERASE 



5' 



SEQ ID NO: 1 



O 



ATCG G ATCC ATTT 



V 



o 



5' SEQ ID NO: 2 

ATCGGATCCATTTA-X 



3' 



A - X = 
+-H 



A - X = 
+-H- 





o 



5' SEQ'lDNO:2 3' 

ATCG G ATCC ATTTA 



FIG. 6A 



X + TERMINAL TRANSFERASE 



O 



5' SEQ ID NO: 3 3' 

ATCG G ATCC AT 




V 



5' SEQ ID NO: 4 3' 

OATCGG ATCCATT-X 
. X = PEPTIDE: 
AMINOACYL HYDROLASE 
PROTEINASE K 

X = TYROSINE 
/ TYROSYL-DNA 
/ PHOSPHODIESTERASE 
' X = DISPHOSPHATE-SUGAR-. 
NUCLEOTIDE- 
SUGARDIPHOSPHATASE 

X = GLYCOLATE: 
EXONUCLEASE I 
SEQ ID NO: 1 

ATCGGATCCATTT-(OFF) 



5* 



o 



FIG. 6B 



y 



« » 



ACCAGG 



TGGTCC 



D 



o 



c» SEQ ID NO: 1 

" ATCG G ATCCATTT 




^TAGCCTAGGTAAAA 

3' SEQ ID NO: 5 & 



O 



+ LIGASE 

5' SEQ ID NO: 6 3' 

ATCGGATCCATTTACCAGG, 



0 



3' 



TAGCCTAGGTAAATGGTCC 

SEQ ID NO: 7 J » 
X +EC0RH 

5' 'SEQ ID NO: 2 3' 

" ATCG G ATCCATTTA 



o 



TAGCCTAGGTAAAT 

3' SEQ ID NO: 8 D 
/ 



FIG. 7 



ACCAGG 



SEQ ID NO: 9 

nTAACC 



IT 



UTCCATTG G 
1. COOL TO ANNEAL 
SEQltfNO:10 2. PURIFY 
ACCAGG flTAACC 



IT 



UTCCATTGG seqidnomo 
U ACCAGGflTAACC 



J T+LIGASE 



o 



51 SEQ ID NO: 11 

' ATCG G ATCCA 



TAGCCTAGGTTGG 

3' SEQ ID NO: 12 0 



UTCCATTGG 
3* 5' 

r> n 

TAGCCTAGGTTGGUTCCATTGG 



+ LIGASE 

SEQ ID NO: 13 3' 

^ AT CGGATCCAACCAGGfiTAACC 



3' 



O 



HEAT 

ci » SEQ ID NO: 14 3' 

ATCG G ATCCA ACCAGG 



TAGCCTAGGTTGG 

3' SEQ ID NO: 12 



5' 



FIG. 8A 



y 



